Samuel H. A. von der Dunk

Natruperstrasse 160A, Apartment A4-02, 49090 Osnabriick
+31 643205147, sam.vonderdunk@physics.ox.ac.uk

Education & academic roles

2011 Finished secondary school Stedelijk Gymnasium Leiden cum laude.
2012—-2016 Undergraduate (BSc) Biology at Utrecht University.

2016—2018 Graduate (MSc) Molecular and Cellular Life Sciences at Utrecht University.
2018—2023 Doctoral (PhD) at Utrecht University.

2023—2026 Postdoc at University of Oxford.

2026—present Postdoc at University of Osnabriick.

Courses

Giving Effective Presentation, UU, 2019. 0.6 EC
Breaking Science, UU, 2020. 20EC
Algorithms for Biological Networks, BioSB, 2021. 1.5EC
PhD Day “When Creativity Meets Science”, UU, 2021. 0.2 EC
Linear Algebra - Foundations to Frontiers, UTAustinX, 2021. 3.0EC
Complex Systems Summer School, SFI, 2022. 6.0 EC
Journal Clubs / TBB Seminars / PhD Evenings, UU, 2018 —-2023. 3.0EC
Biology Tutor Training Course, UOxf, 2025. 3.0 hrs
Physics Engagement Training, UOxf, 2025. 3.0 hrs
Teaching

Systems biology, UU (x3): 2014, 2015, 2018.
Theoretical ecology, UU (x1): 2015.

Experiment & Statistiek, UU (x2): 2016, 2017.
Computational biology, UU (x2): 2016, 2023.

Data science & biology, UU (x3): 2020, 2021, 2022.
RNA and protein folding, UOxf: 2025.

Designed and coordinated:
Theoretical Ecology & Evolution, UOsn: 2026.
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Supervision

2019-2020 Nathalie Nijs.
2021-2022 Oane Gros.

2022 Leon van Mierlo.
2022 Juliette Luiselli.
2022—-2023 Nathan Eolin.

2023 Luuk van Vliet.
2023—-2024 Mahima Sakalle.
2023—-2025 Alkmini Zania.
2023—-2025 Jamie Malone.
2025—present Luis Busto Demoner.

Adjacent activities

2019—-2023 PhD programme coordinator for Computational Life Sciences, UU (0.2 FTS).

2021—-2023 Member of Junior Board NLSEB.

2022 Co-organizer workshop “CPM Cell Modelling” for the NLSEB PhD/postdoc
meeting.

2023 Main organizer symposium “Evolution of genomic and cellular complexity”
prior to my PhD defense.

2024—-2025 Member of Theory Computing Committee, UOx{.

2025 Co-organizer ESEB symposium “Unraveling the origin of eukaryotes”,
Barcelona.

Conference talks

NVTB, Schoorl (x5): 2016, 2019, 2021, 2023, 2024.
BioSB, online: 2021.

NLSEB, Wageningen: 2023.

Evol of compl & stat phys, Yerevan/online: 2025.
ESEB, Barcelona: 2025.

Other talks

Guest lecture for Computational biology, UU (x4): 2022, 2023, 2025, 2026.
Visit to Vroomans lab, Cambridge: 2024.

Visit to Ettema lab, WUR: 2025.

Visit to Huynen lab, Radboud: 2025.

Visit to Wortel lab, UvA: 2025.

Online symposium for Liberles group, Temple University: 2025.



Honours Academy symposium “The Origin and Evolution of Life”, UU: 2026.
Posters

SMBE, Manchester/online (x2): 2019, 2021.

BioSB, online: 2020.

NLSEB, online: 2021.

Collaboratorium Annual Symposium, Barcelona: 2024.
Physics of Life, Harrogate: 2025.

ESEB, Barcelona: 2025.

Awards / Funding

OoL CSSS program, Tuition scholarship and travel allowance to SFI, 2022 ($6,600).
NVTB early-career Presentation Award, 2023 (€100).
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